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the Galaxy Project --Galaxy

Galaxy is an open,
web-based platform for
accessible, reproducible, and transparent
computational biomedical research.
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the Galaxy Project --Galaxy

Accessible: Users without programming experience
can easily specify parameters and run tools and
workflows.

Reproducible: Galaxy captures information so that
any user can repeat and understand a complete
computational analysis.

Transparent: Users share and publish analyses via
the web and create Pages, interactive, web-based
documents that describe a complete analysis.
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Galaxy is an open,
web-based platform for
accessible, reproducible, and transparent
computational biomedical research.

Friedrich Miescher Institute
for Biomedical Research

http://galaxyproject.org/



the Galaxy Project --Galaxy

Galaxy is available as

a free web server

an open source software
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the Galaxy Project --Galaxy

Galaxy is available as

a free web server

an open source software

These options result in several
ways to use Galaxy
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Galaxy is available as --Galaxy

As a free web server integrating a wealth of
tools, compute resources, terabytes
of reference data and permanent storage

https://usegalaxy.org/
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Galaxy is available as --Galaxy

As a free web server integrating a wealth of
tools, compute resources, terabytes
of reference data and permanent storage

https://usegalaxy.org/

a centralized solution cannot
support the different analysis
needs of the entire world. FM'
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Galaxy is available as --Galaxy

As an open source software

https://getgalaxy.org/
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Galaxy is available as --Galaxy

As an open source software

https://getgalaxy.org/

...and it is installed in
locations around the world
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deploy Galaxy =-Galaxy

install Galaxy locally
use Galaxy on the Cloud

get the SlipStream Galaxy appliance (BioTeam)
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using Galaxy

Tools

search tools

Get Data

Lift-Over

Text Manipulation
Convert Formats
FASTA manipulation
Filter and Sort

Join, Subtract and Group
Extract Features

Fetch Seguences

Fetch Alignments

Get Genomic Scores
Operate on Genomic Intervals
Statistics
Graph/Display Data
Regional Variation
Multiple regression
Multivariate Analysis
Evolution

Motif Tools

Multiple Alignments
Metagenomic analyses
Genome Diversity

NGS TOOLBOX BETA
Phenotype Association
NGS: QC and manipulation
NGS: Mapping

NGS: SAM Tools

Galaxy's public web site

Analyze Data

Galaxy is an open source, web-based platform for data intensive biomedical
research. If you are new to Galaxy start here or consult our help resources.
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History

Unnamed history
5.7 MB Qe

4: Select on data 2 @ &S %
3: Select on data 1 @ &S %
2:BED-to-GFFondatal @ 4 x
‘ 1: UCSC Main on Human: @ 4 %

knownGene
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learning Galaxy --Galaxy

http://wiki.galaxyproject.org/Learn

tutorials
screencats
shared histories & workflows

http://wiki.galaxyproject.org/CitingGalaxy

http://wiki.galaxyproject.org/MailingLists
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Galaxy

and Galaxy is used

Jobs on usegalaxy.org
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Galaxy is a community --Galaxy

in addition to http://usegalaxy.org there
are 60 public instances offered by
institutes from all over the world
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Galaxy is a community --Galaxy

in addition to http://usegalaxy.org there
are 60 public instances offered by
institutes from all over the world

plus an unknown number
of private Galaxy servers
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Galaxy is a community --Galaxy

in addition to http://usegalaxy.org there
are 60 public instances offered by
institutes from all over the world

plus an unknown number
of private Galaxy servers

~4000 code commits from
over 50 people per year
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alaxy is a community
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Galaxy toolshed

--Galaxy

2570 'tools' published from ~220 developers

Name

Assembly

ChliP-seq

Computational chemistry

Convert Formats
Data Managers
Data Source

Fasta Manipulation

Fastg Manipulation

Genome-Wide Association
Study

Genomic Interval Operations

Graphics
Imaging
Metabolomics

Metagenomics

Micro-array Analysis

Description

Tools for working with assemblies

Tools for analyzing and manipulating ChiP-seq data.
Tools for use in computational chemistry

Tools for converting data formats

Utilities for Managing Galaxy's built-in data cache
Tools for retrieving data from external data sources
Tools for manipulating fasta data

Tools for manipulating fastq data

Utilities to support Genome-wide association studies

Tools for operating on genomic intervals
Tools producing images

Utilities to support imaging

Tools for use in the study of Metabolomics
Tools enabling the study of metagenomes

Tools for performing micro-array analysis

Repositories

33
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Galaxy toolshed --Galaxy

2570 'tools' published from ~220 developers

Name Description Repositories

Assembly Tools for working with assemblies 33

ChIP-seg Tools for analyzing and manipulating ChiP-seq data. 7

Computational chem

_ Galaxy wrappers for existing
Data anagers command line tools

Data Source Tools for retrieving data from external data sources

Fasta Mamulatlo Tnnlec far maninulatina facra dara

Fastg Manipulation TOOIS eSPGCIaIIy developed

Genome-Wide Assoc

sud for Galaxy

Genomic Interval Operations TUUID 1UI UpEiauily Uil Yenvinie e van

Graphics Tools producing images
Imaging Utilities to support imaging

Metabolomics Tools for use in the study of Metabolomics

Metagenomics Tools enabling the study of metagenomes F M I

Micro-array Analysis Tools for performing micro-array analysis Friedrich Miescher Institute
for Biomedical Research




The Galaxy Team --Galaxy

Penn State

Johns Hopkins

https://wiki.galaxyproject.org/GalaxyTeam



N GCC2015

Galaxy Community Conference

6-8th July 2015

x. | . The Sainsbury Laboratory
| I Norwich, UK




let's do some work now --Galaxy

http://cloud1.galaxyproject.org
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