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About TRON 

TRON is a non-profit, transdisciplinary research institute for the treatment of 
cancer and other diseases of the immune system. 
 
TRON researches the development of novel platforms for individualized therapies 
and biomarkers and translates basic research into drug applications. 
 
TRON partners with academic institutions, biotech companies and the 
pharmaceutical industry with a focus on the quick translation of research into 
diagnostic products, pharmaceuticals and therapies. 
 
TRON is located in Mainz, Germany, at the campus of the University Medical 
Center of the Johannes Gutenberg University. 
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Patient benefit using NGS 3 
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A basic LIMS - Needs 4 

 Handle small lab with one HiSeq 2000  

 Many samples per flow cell 

 Ease of use 

 Tracked and accessible sample information 

 Library preparations 

 QC data / Bioanalyzer pictures 

 Flow cell design 
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A basic LIMS - Needs 5 

 Automatic data preprocessing 

 CASAVA 

 Data organization 

 Automatic workflow execution 

 Request owner can analyze own data 
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Why Galaxy 6 

 Broad analysis platform 

 Create and ‘publish’ workflows 

 Basic Sample-Tracking available 

 Request & Sample tracking 

 User Roles 

 Sequencer Connection* 

 Python code & I’m biased 
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Galaxy – Basic Sample Tracking 7 
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8 Galaxy - NGLIMS 

http://wiki.g2.bx.psu.edu/Admin/Sample%20Tracking/Next%20Gen 

 

http://wiki.g2.bx.psu.edu/Admin/Sample Tracking/Next Gen
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9 General idea 

 Small menu changes for better navigation 

 Sample submission form 

 Borrow flow cell design idea from Brad Chapman 

 Update wiki with request and flow cell information 

 Scripts and API to manage data 

 



© 2012 TRON gGmbH 

• Galaxy Pages 
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Implementation 11 
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12 Customer 
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13 Customer 
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14 Customer 
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15 Galaxy LIMS - Customer 
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Lab Admin – Manage requests 16 
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17 Lab Admin – Create flow cell 
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18 Lab Admin – Create flow cell 
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19 Lab Admin – Create flow cell 
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20 Customer – View Data 
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Implementation 21 
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22 API – Flow cell processing 
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23 Customer – View Data 

S1.1.fastq ngs_galaxy 
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24 Wiki - Confluence 
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25 Wiki - Confluence 
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26 Technical - General 

 Javascript for user input checks and flow cell design 

 Lims_admin_users and separate interface 

 Flowcell Form 

 Describes lanes, controls, indexes 

 Data is stored in the form_values 

 RabbitMQ – AMQP 

 Used for sending XML’s with form data 

 Parsers for Confluence and (Semantic) MediaWiki 

 Maybe of interest to all: “welcome.mako” and “<(zcat x.fastq.gz)” 
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27 Technical - Database 

 Flowcell ~ Request 

 request_type = ‘’ 

 Added: Column ‘illumina_index’ to Sample table 

 Added: Barcode table (pre-filled…) 

 Added: ‘Barcode’, ‘Folder_id’, ‘Library_id’ columns to Request table 

 Added: ‘Flowcell_form_id’ column to Request_type 
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28 Outlook 

 Paper submitted 

 Clean-up code and remove hardcoded ‘TRON’ 

 (Loosely) Integrate data with other systems – e.g. CaTissue, Semantic 

MediaWiki (holding gene, cell line, .. information) 

 More documentation 

 Include YOUR comments ;) 
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