Introduction to Galaxy

Next Generation Sequencing Data Analysis and Visualization
April 30,2013
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Saint Louis University

Registration is free, and open to anyone.
However, space is limited and pre-registration is required. Reserve your spot now.

No programming or Linux command line experience is required. Questions? Contact
Marureen Donlin <donlinmj@slu.edu> or Galaxy Outreach <outreach@galaxyproject.org>.
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