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TraIT, TranSMART & Galaxy
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TranSMART

TranSMART
● Clinical data
● Interpreted data

● VCF files
● Expression tables
● Copy number aberration

No intermediate files
● No BAM files
● No raw FASTQ files



  

The right man for the right job

+ Clinical data
    + Interactive cohort selection

+ Drag 'n Drop cohorts

 – Analysis suite
 – Large experimental data

+ API
+ Many bioinformatics apps (>3300)
+ Scaling resources for tools

 – Link clinical- to experimental data
 – Drag 'n Drop cohorts
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Example: PoC: RNA-seq

● Drag 'n Drop
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Example: PoC: RNA-seq

● Drag 'n Drop

– Creates expression- & 
design matrix

– Sends job to Galaxy

● Runs

● Returns statistics & plots



  

Example: PoC: RNA-seq

● How to get back to the reads?



  

Export: EGA
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