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WHAT?



Restricted access to resources
R

= R -
SRR

Multi-bank querying
Different output formats
blastdbcmd to retrieve hits sequences

Enhanced blast graphical outputs

Decrease the maintenance time = automate
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Restricted access — How?
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Multi-bank querying — How?

<inputs>
<param labelBLAST database" multiple="true" name="database" type="select">
</inputs>

Blastn projet2014 (version 0.0.17)
Nucleotide query sequence(s):
| 393: NucSeq &
Subject databasel/sequences:
| BLAST Database -
Type of DATABASE:
Public databases &
Nucleotide Public BLAST database:
|:-t genbank Bacterial | | » genbank Plant
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Tools

search tools [x)

BlastTool
WrapMeApp
BLAST TOOLS
BLAST
tBlastx projet?014
Blastn proi 14

Blastp proj 14
{Blastn_proj 14

VisuBlast

DATA

Get Data
Upload File from your computer
UCSC Main table browser
UCSC Test table browser
UCSC Archaea table browser
EE| SRA EMA SRA

Get Microbial Data

BioMart Central server
BioMart Test server

CBI Rice Mart rice mart
GrameneMart Central server
modENCODE fly server
modENCODE worm server
WormBase server
Wormbase test server
EuPathDB server

HibVar Human Hemoglobin
Variants and Thalassemias

GenomeSpace import from file

Outputs — How?

| ABIMS: BLASTP 2.2.27+

Database: uniprot_swissprot (545,536 sequences; 194,023,197 total letters)
Query= ProtLectin

Length=267

Visualization : @

Color key for alignment scores
<40 40-50 5080 80-200 >=200
e ———— |

Tools : @

| Format xmL < || &
[160 | score

10 | CheckBest
|Things | | FindWord

Descriptions : @

Using

# [ O ®|[E Selected: 0 Descriptions Scores Evalues Accesions
[l Mannose-specific lectin 3 [crocus vernus pe=1 sv=3] 221 le-69 P86626
["1 Mannose-specific lectin 1 [crocus vernus] 220 Be-69 QIFVAL
[Tl Mannose-specific lectin 2 [crocus vernus] 212 Ge-66 Q9FVag
) Mannose-specific lectin [galanthus nivalis pe=1 sv=1] 89.4 2e-20 P30617
[ Mannose-specific lectin [allium sativum] 87.0 3e-19 P83886

85.5 5e-19 P19667

1 curculin-1 [curculigo latifolia]

History 3 'ﬁ-
0107114 &
180.4 MB Q= % e

901: OutSwiss ® &

898: @& & K

897: OutUniprot @ 4 »

896: Protl ectin & & "

895: QutUnil & S R
B94: Outlni @& R
893: OutUniprot AV A

892: OutUniprot @ 4 x

4951 KB
format: himl, database; ?

[hwigalaxyigalaxydemma
Igalaxy-dist’, fwigalaxy
Igalmgydemmalgalany-
dist/database/tmp/tmploA_3¢',
‘hwilgalay/galaxydemmalgalay-
Igalaxydemmalgalay-
dist/database/tmp/tmploA_3c]
dataset 989

db = [uniprot]

ec v e

HTML file

891: OutUniprot & &
B890: OutUniprot & R
889: Outlnij & S R
888: OutUniprot & SR

887: OutUniprot @ 4 % -
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Restricted access to resources
Multi-bank querying

/A

IN PROGRESS

Different output for=
blastdbc
Enhanced )

nces
Cal outputs

Decrease the maintenance time = automate






