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Why Galaxy?

• Involve many steps or tools

• Inconsistent file conversion needs

• Needs data exploration, model training

• Involve different data sources

3. GOBii Core System

1. EiB Collaborators 2. Genotyping 
vendors
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What is GOBii? 



3. GOBii Core System

4. GOBii Analysis 
and decision 
support tools

APIs

Plug-ins
What is GOBii (Cont’d)?

2. Genotyping vendors
APIs



3. Outputs files 
/visualization

1. Input files

Genomic Selection? Why Galaxy?
2. GS Analysis and Workflow



Import datasets

Import shared history

Run workflow

Importing Workflows and Test Datasets



Define datasets and parameters

2. Users to define based on input file

1. Users select input files: uploading your 
own or importing shared datasets



Genomic Selection (GS) demo-workflow1



Genomic Selection (GS) demo-workflow 2



Genome Wide Association Analysis workflow demo 
(GWAS)



GOBii GS-Galaxy pipeline

http://galaxy-demo.excellenceinbreeding.org/

• Free and open to the public
• Teaching and training platform to the next generation molecular breeders
• GS testing team collaboration playground to share datasets, history, workflows, and 

parameters
• Data exploration for samples genotyped but not phenotyped vice versa and study planning-

Sample matching
• Handling bioinformatics and file conversions-encoding, filtering, format conversion
• Phenotype analysis and visualization- BLUP/BLUE calculator
• Batch analysis with reproducible parameters for multiple traits and variables, factors-

BLUP/BLUE and GEBV calculators
• Sub-structure analysis- Clustering and diversity analysis tools
• Well established customer-defined GS and GWAS workflows and training methods-

Workflows/Pipelines



GOBii GS-Galaxy pipeline

http://galaxy-demo.excellenceinbreeding.org/

ARE NOT 

• GS statisticians’ model development, who are proficient with command-
line implementation 

• Free testing site of large datasets-need to download tools and workflows 
onto your own server

• For producing publication without a sound understanding or data 
interpretation
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What’s next?

Contact us at http://gobiiproject.org for collaboration, training, and customization 


