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30+ clade organism databases ! including TreeGenes! 
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Unigenes stored in TreeGenes
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Unigene Data

• Originates from multiple repositories (i.e. NCBI, 
1kp) 

• These sequences are derived from multiple 
libraries  

• Transcriptome shotgun assembly (TSA) & Expressed 
sequenced tags (ESTs) 

• Includes multiple tissue types 
• Represent complete, high quality, unique genes  
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Gather, filter,  
cluster, frame  

select. 



Gene Family Evolution



Background: Orthogroups
What are Orthogroups? 

An orthogroup is the set of genes that  
are descended from a single gene in  
the last common ancestor of all the 
species being considered.

Application of Orthogroups 
Comparative Genomics 

Understand evolution 
Discover novel genes 

Discover Orthogroups
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OrthoFinder Summary 
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PLETHORA of information

OrthoFinder Results
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OrthoQuery - Tying Orthofinder Results

Question: How are orthogroups evolving in specific 
parts of tree and what is their function?
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OrthoQuery
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Executing Workflows in Galaxy

Tripal Galaxy Module
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Interactive  
Visualization
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Conclusion
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Thank you! 
Questions 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