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Translational Research IT (TraIT) 
aims to develop a long-lasting IT infrastructure for translational medicine that will 
facilitate the collection, storage, analysis, archiving, sharing and securing of the data 
generated in the CTMM's operational translational research projects. 
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CTMM TraIT project 



Pipeline for downstream analysis of Complete Genomics data 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
Workflow has a lot of outputs, wanted to combine them into a single view. 
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Motivation: CGtag pipeline 



Created iFUSE2, an HTML output for the CGtag pipeline 
           - Display images, tables, summary statistics, etc. 
           - Tab per subject (SV, small variants, CNV, ..) 
           - Javascript and jQuery for interactivity (sortable, searchable tables, image zoom, etc.. )   
 
 
 
 
 
 
 
 
 
 
 
 
 
 
Idea: General tool to easily build such a report page for any workflow 

 

Solution: iFUSE2 



Galaxy Tool to create iFUSE2-like HTML reports 
 
Basic structure 
  - Cover Page  (title and cover image) 
   
  - Report Page consisting of any number of tabs,  
    each containing one or more content items. 
 
  - Content items can be:  
               - Text  
               - Images 
               - Tables 
               - PDF files 
               - Links 
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iReport: Create HTML reports for any workflow 



An iReport explaining iReports (live version of my slides) can be viewed at: 
     http://galaxy.ctmm-trait.nl/u/saskia-hiltemann/h/gcc2014-ireport-about-ireport 
     tinyurl:  tinyurl.com/llrzz9w 
 
Import history, go to Analyze Data, and view (eye) dataset 94: HTML report: iReport Tutorial 
  
You should now see the cover page: 
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iReport: Demo  

tinyurl.com/llrzz9w 



Title of report is specified by user 
 
URL to a cover image may be specified by user, otherwise default image is used 
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iReport: Cover Page 

tinyurl.com/llrzz9w 



Text File from history can be specified, will be printed verbatim 
Text Field Text can be added directly into a text field in the tool wrapper 
 
 
 
 
 
 
 
 
 
 
 
 
Input is sanitized, only a few html formatting tags are allowed (h1-h6, strong, em) 
\t and \n to explicitly enter whitespace 
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iReport : Text 

tinyurl.com/llrzz9w 



Specify image file from history (supported formats: jpeg, png, svg) 
 
Specify image width (0 for original size) 
     - if image is scaled down, a jQuery zoom-on-mouseover effect is added 
 
After every content item, user can explicitly add a break (<br/>) to force elements to 
be placed beneath one another, otherwise let browser decide layout. 
 
 

iReport: Images  

tinyurl.com/llrzz9w 
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iReport: Images  

tinyurl.com/llrzz9w 



Table input must be tab-delimited file. File is assumed to have a 1-line header (all lines 
starting with hash symbol (#) are ignored) 
 
jQuery library datatables (https://datatables.net)  used to create html tables which 
are searchable, sortable, and paginated (if desired).  
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iReport: Tables 

tinyurl.com/llrzz9w 

https://datatables.net/


Column from table can be used to create hyperlinks, by providing column number, url 
prefix and suffix. For example, if a column contains gene names, adding prefix 
www.genecards.org/cgi-bin/carddisp.pl?gene=  generates a link to the corresponding 
gene cards entry. 
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iReport: Tables with links 

tinyurl.com/llrzz9w 

http://www.genecards.org/cgi-bin/carddisp.pl?gene
http://www.genecards.org/cgi-bin/carddisp.pl?gene
http://www.genecards.org/cgi-bin/carddisp.pl?gene
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iReport: PDF files 

tinyurl.com/llrzz9w 



Link to web address 
   - specify url and link text 
 
Link to file in history 
  - specify history item and link text 
  - specify if link is another iReport (use as kind of lab notebook) 
  
Link to files in archive in history 
  - specify archive history item (e.g. zip file of per-chromosome plots) 
  - link will be created to each file in archive 
  - supported archives formats: zip, bz2, tar, gz, tar.gz  
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iReport: Links 

tinyurl.com/llrzz9w 
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iReport example: iFUSE2 

tinyurl.com/llrzz9w 
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iReport example: iFUSE2 

tinyurl.com/llrzz9w 
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iReport example: iFUSE2 

tinyurl.com/llrzz9w 
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iReport example: iFUSE2 

tinyurl.com/llrzz9w 



iReport is very flexible, but can become somewhat cumbersome for large reports, 
therefore ideally used as last step in workflow (create iReport once, use often) 
 
Additional Features 
     - add support for large tables (client-side database solution?) 
     - add additional content items (suggestions welcome) 
 
To Galaxy Team 
     - insert items anywhere in repeat parameter? 
     - remember scroll position on select and repeat parameters? 
 
 
Poster number 8 for additional information/questions  
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