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Galaxy is an open, web-based platform for data intensive biomedical research. The Galaxy team is a part of BX at Penn State, and the Biology and
Mathematics and Computer Science departments at Emory University. The Galaxy Project is supported in part by NHGRI, NSF, The Huck Institutes of the Life
Sciences, The Institute for CyberScience at Penn State, and Emory University.
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21 lines, 25 comments
format: vcf, database: phiX
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1.Chrom 2.Pos 3.1 4.Ref
##fileformat=V(Fv4.1
##FILTER=<ID=indelError,Description="L
##FILTER=<ID=str1@,Description="Less t
##FORMAT=<ID=ABQ,Number=1, Type=Integer §
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##FORMAT=<ID=ADF ,Number=1, Type=Integer
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