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YAblynx

Ablynx — company overview

¥ Drug discovery and development company based in Ghent, Belgium

¥ A pioneer in next generation biologics - Nanobodies®

¥ Worldwide exclusive rights to commercialise Nanobody products in human healthcare
¥ ~25 programmes in the R&D pipeline

¥ Two products achieved clinical proof-of-concepts in RA

¥ 6 Nanobody products in the clinic - 3 Phase Il & 3 Phase |

¥ Exclusive rights to >500 patent applications and granted patents

¥ Cash at 31 March 2013 of €82.2M

¥ >250 employees
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YAblynx
What ?

¥ Transparently run Galaxy workflows in the Main Workbench of Clc bio
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Why ? YAblynx

¥ Users don't like change
* Yet Another Tool to learn
¥ User friendly
« Stay in comfort zone
» No copy/paste or (manual) export of data needed
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'Ablynx
How ?

¥ Extend functionality of Main Workbench with plugin

« SDK (http://www.clcbio.com/customized-solutions/software-developer-kit/)
¥ blend4j (John Chilton)

« Github (https://github.com/biologghe/blend4j)
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How ?

¥ Steps executed by plugin

Clc Object parameter (eg.

Sequencelist) .

Fasta Exporter plugin =(ele]sR{oR-Fir:!

Create history

Upload fasta to
Galaxy history

Launch Galaxy
workflow

Download

Result dataset(s)

Importer plugin matching
lngleloJaMeEICEISIMM  Galaxy datatype
(set in configuration)

. Clc Object(s)
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Configuration of Galaxy plugin

‘(Ablynx

¥ Galaxy data type mapping using importer and exporter plugins

.

([} Preferences
Engineered Components Location: Orade-ORAPRDO 1@aranbprd.lan.ablynx. com v
Engineered Allow Amber Option: [false - ]
Engineered Allow MMP Components: [false - ]

= Eatch Assembly Preferences

AT

Mame pattern

Press Shift + F1 for options

Selection message |5equent:e name should match <done name =. <anything=

™| Galaxy Preferences

Galaxy URL:  http:/fsmith/galaxy/

API Key: \ec34c34fc5c01945c37ccEb5508chb2 |
DataType Map:
Galaxy type Importer Exporter
tabular SV ImportPlugin Table C5V Exporter |
fasta Fasta Importer Fasta Exporter
aenbank Genbank Importer GenBank Exporter
embl Embl Importer Embl Exporter
tct Plain Text Importer Text Exporter
E
| AddDefaultRows || AddRow || DeleteRow | ]
i
| ?2ree [ o || Keecel [[ oot [ import |

L%

&
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Galaxy workflows inToolbox

Toc pace Help
% Alignments and Trees
a General Sequence Analysis
; MNucleotide Analysis i
& by 5 ~ 1P table of ... X | [ Protein NetC... % | [EB * Table header ... }
&} Protein Analysis
@ Utilities " Rows: 97 IEP table of data 1
@l Sequencing Data Analysis 4
i 3
i ﬁ Primers and Probes e pH 0.0 pH 0.5 pH 1 pH 1.5
@ Cloning and Restriction Sites * | |14 57 22.00 21,99 1,97 21.90
F 1 @ RMA Structure k| |357 22,00 21.99 2197 21.90
B3 . " 4,57 22,00 21.99 2197 21.90
3
&5 Expression Analysis 4,57 22,00 21.99 21.97 21.90
¥ Ablynx NanoBox * |46 22.00 21,99 21.97 21.90
Y Ablynx NanoXtractor v |l6.72 18.00 18.00 17.98 17.95
Y : . 6.79 18.00 18.00 17.98 17.95
SBHEEDLERO 6.79 17.00 17.00 16.93 16.95
[Z BLAST r[}7.14 18.00 18.00 17.99 17.95
 — - il - 1200 1200 1799 17
16.95
B calay B rMp Clone Admin... i
I -
b B Protein Net Charge Calculation in function of pH... | 16.35
o 1T ooy T0.00 A=) 9.97
6.79 18.00 18.00 17.98 17.95
714 18.00 18.00 17.99 17.95
7k 18.00 18.00 17.99 17.95
8.26 16.00 156.00 15.99 15.97
8.73 17.00 17.00 16.99 16.97
8.26 16.00 156.00 15.99 15.97
16.00 16.00 15.99 15.96
11.00 11.00 10.99 10.97
11.00 11.00 10.99 10.97
11.00 11.00 10.99 10.97
11.00 11.00 10.99 10.97
7 12.00 12.00 11.99 11.97
Q- | <enter search term> | A 11.00 11,00 10.99 10.97
[ e—————) s w0 Be e
b
16.00 16.00 15.99 15.97
PMP Clone Admin (Done) = 15.00 15.99 15.97
=] 1100 % ) 16.00 15.99 15,97
16.00 15.99 15.97
PMP Clone Admin (Done) 16.00 15.99 15.97
., | 100 % (=) 16.00 15.99 15.97
_9
PMP Clone Admin (Done) = L
Processes | Toolbox I Fa\roﬁtesl
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Set input parameters and launch

| Protein Net Charge Calculation in function of pH J

Select protein sequences

1. Select protein sequences |

Mavigation Area Selected Elements (2)
=E3 m #4 PCO10000002.1
B Galaxy 455055
% ManoBox

- g Oracle-ORAPRDO1@oranbprd.lan. ablynx. cg

—| Result handing

1. Select protein sequences

2. Result handling

< m | *
Q- |<enter search termz | ~
Batch

EaEN [ €rewes | fusd
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History is created

-_ Galaxy Analyze Data ' Using 497.7 MB

Saved Histories

|searth history names and tags -.%|

Advanced Search

[ Name Datasets Tags Sharing Size on Disk Created Last Updated ; Status
= - 1
Galaxy Protein Met Charge Calculation Sun May - . .
[ ‘ 19 17:19:04 CEST 2013 . 2 0 Tags 36.7 KB ranér;ute 1 minute ago
2 current
[l | Unnamed history |~ | 0 Tags 0 bytes minutes 9 minutes ago SR
ago

For 0 selected histories: | Rename || Delete || Delete Permanently |[ undelete |

Histories that have been deleted for more than a time period specified by the Galaxy administrator(s) may be permanently deleted.




‘(Ablynx

Result Dataset import and rendering

¥ As soon as workflow is finished, result is fetched, imported and
rendered

Ef *IEP table of ... x

Rows: 97 IEP table of data 1

seq iep pHO.O
PADD7O000... 4.57 22.00
PADD79000... 4.57 22.00
PADD7O000... 4.57 22.00
PADD79000... 4.57 22.00
PADD7O000... 4.66 22.00
PALBOOOD1.1 &6.79 13.00
PALBOOOD3.1 6,79 15.00
PALBOOOD4.1 6,79 17.00
n&l DARmnC 4 T 4A 43 fn
\

¥ History visible in navigation area as well
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Error handling

il ™
{111 Log Information I 2 J
Galaxy workflow did not finish properly (status 'ERROR": -l
- Error for 'IEP table of data 1" -
--------------------- WARNING ----------mmmmmmmoee- i
M5G: Can not calculate net charge, sequence 'linker' is not protein
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