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• Proteomics can be used to improve genome 
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• Genomics workflows are used to make 
protein databases

Emerging model organisms
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Where to get the tools

• Under “Proteomics” on the main toolshed

• https://bitbucket.org/iracooke/protk

• https://bitbucket.org/Andrew_Brock/
proteomics-visualise

• https://bitbucket.org/jmchilton/galaxyp-vm-
launcher
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