Community Building and Support

2013 GMOD Meeting
Cambridge, UK

- CAMBRIDGE, UK

—

Dave Clements
Emory University




Agenda

« What?
« How?



What: Communities?

« End Users
» Deployers
« Contributors



What: Goals?

« Grow your community
A well-informed community

- A community that is connected to your
project and each other

» A community that contributes:
- Curation and data
» Support
» Outreach and training



How?

Enable your community
Communicate with your community
Reward your community



Provide Open Support Channels

Forums, mailing lists, IRC,

+Dave Search Images Maps Play YouTube News Gmail Drive Calendar More -

InterMine

This forum is an archive for the mailing list dev@intermine.org (
mailing list.

[ : This is the mailing list for Inte ine support and development discussion. All
= Ine input is welcome. InterMine is a powerful open sour rehouse
system for biological data. InterMine is a part of the Ge
Data! 0

Messages posted here will be sent to this

GS-Tool-Developers

Coming soon: BOSC/Broad Hackathon, BOSC Codefest (1)

i Cl

Subscribe to this list

& Options

Topics (618 Replies Last Post

Data

Runnlng one's own GenomeSpace (4)
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#galaxyproject

GalaxyProject IRC channel

Open channels support anyone posting questions

and answers



Archives accessible and searchable

The dev Archives

You can get more information about this list.

IArchi\-'c I\’icw by: ]Downloadablc version
[April 2013: [ Thread ] [ Subject ] [ Author ] [ Date ][ Gzip'd Text 14 KB |
March 2013: [ Thread ] [ Subject ] [ Author ] [ Date ]||[ Gzip'd Text 39 KB ]
February 2013: |[[ Thread ] [ Subject ] [ Author ] [ Date ]||[ Gzip'd Text 32 KB ]
January 2013:  |[[ Thread ] [ Subject ] [ Author ] [ Date ]||[ Gzip'd Text 27 KB ]
chccmbcr 2012:|[[ Thread ] [ Subject ] [ Author ] [ Date ] 1[ Gzip'd Text 13 KB ]
INovcmbcr 2012: !I Thread ] [ Subject ] [ Author ] [ Date ] I[ Gzip'd Text 38 KB ]
|Oct0bcr 2012: ![ Thread ] [ Subject ] [ Author ] [ Date ] 1[ Gzip'd Text 27 KB ]
|Scptcmbcr 2012: !I Thread ] [ Subject ] [ Author ] [ Date ] 1[ Gzip'd Text 64 KB ]
August 2012:  ||[[ Thread ] [ Subject ] [ Author ] [ Date 1/|[ Gzip'd Text 26 KB ]
July 2012: [ Thread ] [ Subject ] [ Author ] [ Date 1|[ Gzip'd Text 65 KB ]
June 2012: [ Thread ] [ Subject ] [ Author ] [ Date 1|[[ Gzip'd Text 6 KB ]

May 2012: [ Thread ][ Subject ] [ Author ] [ Date II[ Gzip'd Text 14 KB ]
[Apri12012: [ Thread ] [ Subject] [ Author ] [ Date I[ Gzip'd Text 8 KB ]

[March 2012: [ Thread ] [ Subject ] [ Author ] [ Date ][ Gzip'd Text 44 KB ]
IFcbruary 2012: !I Thread ] [ Subject ] [ Author ] [ Date | 1[ Gzip'd Text 25 KB ]
IJanuary 2012: I Thread ] [ Subject ] [ Author ] [ Date ]||[ Gzip'd Text 24 KB |
IDcccmbcr 2011: I Thread ] [ Subject ] [ Author ] [ Date ]||[ Gzip'd Text 14 KB ]

Mailman search interface

Getting Help

Questions about TopHat should be sent to

not email technical questions to TopHat

contributors directly.

But still way better than no
search interface

=~ Galaxy Mailing List Search

[ chip-seq peak calling

Galaxy Users List Archive - Chip-seq

Sep 20, 2011 ... Can | analyze two bed files from Chip seq experiemnt in Galaxy? | have one file ... Is there any peak calling done with ChiIP
are the ...

user.list.galaxyproject.org/Chip-seq-td4137093.htm|

Labeled User

MAZ2C peak calling or nimbelgen chip on chip analysis

Nov 11, 2011 ... MA2C peak calling or nimbelgen chip on chip analysis. Do we have ... And a tutorial covering ChlP-seq analysis using MACS
"Shared ...

user.list.galaxyproject.org/MA2C-peak-calling-or-nimbelgen-chip-on-chip- analysis-td4138014.html

Labeled User

Galaxy Users List Archive - Peak-calling with MACS from .bowtie file

Sep 11, 2012 ... Hi. | have ChIP-seq alignment files in .bowtie format and would like to perform peak-calling using MACS. However, .bowtie fo
seem ...

user.list.galaxyproject.org/Peak-calling-with-MACS-from-bowtie-file- td4654582 . html|

Labeled User

Galaxy Development List Archive - input security validation

Jun 20, 2011 ... | am developing a Galaxy wrapper for our ChlP-seq peak-calling program BELT ( PMID: 21138948), and | have a question abo
dev.list.galaxyproject.org/input-security-validation-td4140582.html

Labeled Dev

Galaxy Users List Archive - Unable to run SICER or Find Peaks

Help ‘em out with something like a Google custom search
or a Nabble archive

Searchable archives encourage community support, and
make those efforts publicly visible.




Unified Search: http://galaxyproject.org/search

-_ Galaxy Web Search
Cowe eeomeeeer | [seach

Search the entire set of Galaxy web sites and mailing lists using Google.

Run this search at Google.com (useful for bookmarking)

Want a different search?

Project home

-_. Galaxy Web Search

All Tools Email Source code Shared Documentation Abstracts Requests

About 444 resufts (0.06 segonds)

Find
Everything on ...
Tools for ... Related feature requests
Email about ... Papers using Galaxy for ...
Source code for ... Documentation on ...

Published Histories, Pages, Workflows, about ...
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BioStar is a gamified
online forum.

Points, badges,

voting, ... -

Editor: Casey Bergman ¢

Userid: 314 Molecular Evolutionist turne:
Genome Annotation, Genomr
Work Blog: http:/ anlg
Work Twitte
Member for: 2 years, 10 months Personal Blog: |

Last seen: 10 hours, 56 minutes ago Personal Twitter:

Website: |

Location: Manchester, UK

13,700 2+ 13+37 W Send Message

Status
Casey Bergman has contributed 647 p : 15 que é rs an ( s. User has voted 1.

Question

!

ize contributions

Question: Is there a list of public Galaxy servers?

\'/e've been looking into setting up a local Galaxy installation for our bicinformatics core
icility and in the process of doing so I've stumbled across several Galaxy mirrors and
stances that have been customized in various ways. Before we go re-inventing the wheel
was wondering if there are any other known Galaxy servers out there that we could use to
orrow design ideas or code from.

ere is the list I've put together thus far, others would be most welcome....

created 21
Main Galaxy Server: | eduw/ months ago by

Test Galaxy Server: |

GeneNetwork Galaxy Mirror: hitp://galaxy.genenetwork.ore 13,700

) , i cssaya : jpdated 16 months
NBIC Galaxy Server: hitp://c v.nbic.nl/ (includes proteomics tools) updated 16 months
ago by tnabtaf

Galaxy/Réatsch Lab Server: http://galaxy.fml.mpag.de/ (includes machine learning based
tools for sequence and tiling array data analysis)

Cistrome Galaxy Server: http://cistrome.org/ap/root (dry-lab workbench for integrative
analysis of ChlP-chip/seq and gene expression data)

9 weeks ago 10 weeks ago 11 weeks ago 11 weeks ago 3 months ago
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Incentivize contributions

BioStar is a gamified
online forum.

Points, badges,
voting, ...

Editor: Casey Bergman ¢

Userid: 314 Molecular Evolutionist turne:
Genome Annotation, Genomr
Work Blog: http://bergmanile
Work Twitter: ht

Personal Blog: htt

Personal Twitter: hitp

Website: http://bergmanlab.smit
Location: Manchester, UK
Member for: 2 years, 10 months

Last seen: 10 hours, 56 minutes ago

Send Message

Casey Bergman has contributed 647 posts: 15 questions, 287 answers comments. User has voted 14

Planet™"

Question: Is there a list of public Galaxy servers?

21

\'/e've been looking into setting up a local Galaxy installation for our bicinformatics core

facility and in the process of doing so |I've stumbled across several Galaxy mirrors and
stances that have been customized in various ways. Before we go re-inventing the wheel
was wondering if there are any other known Galaxy servers out there that we could use to
orrow design ideas or code from.

ere is the list I've put together thus far, others would be most welcome....
Main Galaxy Server: http:/ma
Test Galaxy Server: hitp://test.g2.bx.ps
GeneNetwork Galaxy Mirror: hitp://galaxy
NBIC Galaxy Server: hitp

//galaxy.nbic.nl/ (includes proteomics tools)

Galaxy/Réatsch Lab Server: http://galaxy.fml.mpag.de/ (includes machine learning based
tools for sequence and tiling array data analysis)

Cistrome Galaxy Server: http://cistrome.org/ap/root (dry-lab workbench for integrative
analysis of ChlP-chip/seq and gene expression data)

Bookmarks
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* Notable Question
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Badges (52)

3 months ago

12 months ago

52 badges!

14 months ago

17 months ago

17 months ago

ont

Answer

Ans

4 times over!

created 21
months ago by

Beraman
ooy

13,700

updated 16 months

ago by tnabtaf

Casey Bergman has

He’s a Necromancer

He’s Enlightened too!




Mailing Lists vs Forums?

We are replacing Galaxy-User mailing list with a forum.

We will be using Biostar (http://biostars.org) directly




Create Commun

Negisier now

2013 GMOD Community Me

5-6 April 2013 - Cambridge UK

Nows and updates oo all things GMOD

o Open Ash Diaback Progect

ne Onmiclogy

‘, b L : ¥
VBRIDGE, UK
5-6 APRIL 2013

2013 GMOD Summer Sehool

Camprehensive Y ainng oo current
GNOD comaonents

ot 4

How do | Get Started?
for the b e . uction | “ Y PO the mast soouker tods of the GNOD is Socia

ot

ty Resources and Hubs

How do | Get Support? e P
1 meadtatie irom soveral Gl rce troduces mach suppcnt option (1M web she, (OO N Linked TR . Account Type: Basic! Upgrade

PrOpARLS Tor yOur Quaator Home Profile Contacts Groups Jobs Inbox Companies News More
How do | Get Involved?

Galaxy Project

Discussions Members Promotions

Seudl 99 Discussion Poll

Choose Your View ~
Latest Discussions

GalaxyAdmins Web Meetup: 10 am US Central, March 20
The next meeting of the GalaxyAdmins Group will be held on March 20, 2013, at 10 AM

[ ] [ ] [ ] [ ]
Wikis and social sites:
[ ]
; i Central US time (see http://wiki.g yproject.org/C ...
° t b I Community / GalaxyAdmins / Meetups / 2013_03_20
| I Il I I l I ADMINS
CO u n Ica e’ e a e, 2013/03/20 Web Meetup NBIC Galaxy at SURFsara's HPC cloud Hailiang
reward.

{Leon) Mei , and David van Enckevort <david.van.enckevort@nbic.nl> NBIC Galaxy (Andromeda)
was migrated to a HPC cloud hosted by Surfsara in September 2012. In...

Dave Clements Note that if you are a Mac user, recent changes to Java
require that you do some configuration before the Blackboard system will work. ... »

Comment

2013 Galaxy Community Conference (GCC2013), 30 June - 2
Norwa

hington Univ!

Share group | Group ru

t Upd

Cortney Reveal has joined the
group.

Ratnamala Dam Manna has joined
the group.

ﬁ Samuel Lampa has joined the

Y group.
vl

You a Web/App Developer?
Get Real-Tir onitoring &
Performance Analy Free Trial & T-
Shirt!

Learn

mbine online video & slide
presentations. Read "The New
Alchemv" now.



Enable sharing, contributing

- _ Galaxy Tool Shed

Repositories

Help» User~

2543 valid tools on Apr 03, 2013

Search
= Search for valid tools

= Search for workflows

Valid Galaxy Utilities
= Tools

= Custom datatypes

= Repository dependency definitions

= Tool dependency definitions

All Repositories
= Browse by category

Available Actions
= Login to create a repository

Categories

search repository name, description

Name

Assembly

Computational
chemistry

Convert Formats

Data Source

Fasta
Manipulation

GCenomic Interval

Operations
Graphics

Metagenomics

Micro-array
Analysis

Next Gen
Mappers

Ontology
Manipulation

Phylogenetics

Proteomics

Description

Tools for working with assemblies

Tools for use in computational chemistry

Tools for converting data formats

Tools for retrieving data from external data sources

Tools for manipulating fasta data

Tools for operating on genomic intervals

Tools producing images

Tools enabling the study of metagenomes

Tools for performing micro-array analysis

Tools for the analysis and handling of Next Gen
sequencing data

Tools for manipulating ontologies

Tools for performing phylogenetic analysis

Tools enabling the study of proteins

Repositories

18

25

14

20

21

10

44

21



Communicate!

-_ Galaxy Wiki DaveClements Settings Logout | Search: [

News

Announcements of interest to the Galaxy Community. News Items
These can lude items from the Galaxy Team or
Galaxy community and can address anything that i GCC2013 & Galaxy GigaScience Series
wide interest to the community. April 2013 Galaxy Update
April 1, 2013 Galaxy Distribution
The Galaxy News is also available as an RSS feed Galaxy LinkedIn Group
See Add a News Item below for how to get an item on March 2013 GalaxyAdmins Meetup
this page, and the RSS feed. Older news items are Main & Test ServerDowntime: 3/14
available in the Galaxy News Archive. March 2013 Galaxy Update
GCC2013 Abstract Submission & Registration
See also Galaxy, GMOD2013 & Biocuration 2013
Feb 8, 2013 Galaxy Distribution & News Brief
Galaxy News Briefs February 2013 Galaxy Update
Galaxy Updates GCC2013 Training Day Topics: Vote!
Galaxy on Twitter Galaxy Project Openings
Events
Learn News Archive
Support
About the Galaxy Project

News Items

GCC2013 & Galaxy GigaScience Series

The 2013 Galaxy Community Conference (GCC2013) and BioMed Central are ( )n
announcing a special thematic series in GigaScience, a new journal co GlgA

published in collaboration between BGI Shenzhen and BioMed Central S
9

focused on studies ut

users to reproduce and share analyses. All accepted oral om the meeting Vv

for considerati n the series, and working with the scientific committee, peer review



Communicate!

-_ Galaxy Wiki DaveClements Settings Logout | Search: [

News

News

Announcements of interest to the Galaxy Community. News Items

These can include items from the Galaxy Team or the

Galaxy community and can address anvthina that is of GCC2013 & Galaxy GigaScience Series
wide interest to the cc

The Galaxy News is al

See Add a News Item
this page, and the RS¢
available in the Galax)

See also

Galaxy News Briel
Galaxy Updates
Galaxy on Twitter
Events

Learn

Support

About the Galaxy

News Items
Tweets

GCCz2013 & Galay

: The Tweet Of GMOD

GMEXD Email help@gmod.org

The 2013 Galaxy Comi » M aly
g a special t
published in collaborat
focused on studies util

an open, web-based p T

users to reproduce ani

he Tweet Of GMOD

[ he Aar il §

for consideration in th

The Tweet Of GMOD

ind ENCODE DCC

Tweet Of GMOD

M [ r N
v INGUA N .




- Galaxy Wiki

-

€EwWS

DaveClements

Announcements of interest to the Galaxy Community.

These can
Galaxy comm
wide interest to the cc

The Galaxy News is al

See Add a News Item
and the RSS
in the Galax)

See also

Galaxy News Briel
Galaxy Updates
Galaxy on Twitter
Events

Learn

Support

About the Galaxy

News Items
GCCzo13 & Galas

The 2013 Galaxy Comi
announcing a special t
published in collaborat
focused on studies util
an open, web-based p
users to reproduce ani
for consideration

s from the Galaxy Team or the
ty and can address anvthina that is of

Tweets

Fell)

The Tweet Of GMOD

MOD
DE DC

The Tweet Of GMOD

New NGDx e

Communicate!

April 2013 Galaxy Update

The April 2013 Gal Upgate is now available

News .
Highlights:

=-Galaxy
UPDATE

GCC2012 & Sa the GCC2013 oral presentation abstract deadline is 12 April, which Is
Ear ra and poster abstrz

ct submission are also ¢

e avallable

gmins meetup are
up st

oup shoulg focus on

would like to see in the May

Clements and the Galaxy Team

il 1, 2013 Galaxy Distribution
Complete News Brief

Highlights:

« Job running configuration ¢

>quirec to your er
Tool Shed
Basic Data M present

Tool Shed, T Cl¢ , flows, Ul, Admin,

axy-dist




Communicate!

- Galaxy Wiki DaveClements Settings Logout | Search: ||

News

April 2013 Galaxy Update
News

., The April 2013 Galaxy Upaate is now available —G I
Announcements of interest to the Galaxy Community. News . -Ga axy

These can include items from the Galaxy Team or the Hohights: UPDA"E

r i r i i 1 a . . . .
Galaxy community and can address anvthina that is of GCC2012 & Sa the GCC2013 oral presentation abstract deadline is 12 April, which is less than 2

wide interest to the cc weeks away. Early registration, and poster abstract submission are also open.
Two new public Galaxy servers are featured

The sh. es and screencast for the March uBf _—- Galaxy WI” DeveClaments - Settings Logock' || Sesrcht —

. . please help determine what the G

The Galaxy News is al

See Add a News Item

) 32 new papers and 5 new tags
this page, and the RS¢

Events
Open Positions at six different institutions
Other Upcoming Events

Galaxy Distributions

See also Tool Shed Contributions Galaxy Event Horizon

Other News

available in the Galax)

Galaxy News Briel ; . _ .
Y 5 Events with Galaxy-related content are listed here. c -
Galaxy Updates If you have anything you would like to see in th ontents

Galaxy on Twitter Also see the Galaxy Events Google Calendar for a listing of events and 1. Upcoming Events

Dave Clements and the Galaxy Team
Events deadlines that are relevant to the Galaxy Community. This is also 2. Other Calendars
, Posted to SRR, ¢
Learn available as an RSS feed L. 3. Past Events
Support 7 3 7 : 1. 2013

s M 1 als 4 t P . .
About the Galaxy April 1, zor3 Galaxy Distribution If you know of any event that should be added to this page and/or to the Galaxy 2. Archive

] Event Calendar, please add it here or send it to outreach@glaxyproject.org .
Complete News Brief

Highlights: Upcoming Events
« Job running configuration changes anc refac

Tweets runner plugins

Reguired reset of the metadata on your ins!

- The Tweet Of GMOD SEaSroe D DR LN A TG AC 29 9% 0®  Conference g
> Y C OSLING a 10Ce 00 c 3 e & 2 )
Q -mall help@gmod.org if you want to atten oweid 0 00,00,0
& Emall heip@gmod ) end Data Manager Functionality now prese i 5 ) L4 b

The 2013 Gaiaxy Conl MOI » y. Streaming video+a | Sheg, Trackster, Cloudman, Workflows The Genome Analysis Centre™ USBY

News Items

GCC2013 & Galay

announcing a special t el and new Pull Reguest updates
published in collaborat New bug fixes ang improvements. Date Topic/Event Venue/Location Contact
focused on studies util

- Cambridge, United Kingdom,
an open, web-based p (D! ( /. April = mbridg r ngdor

2013 GMOD Meeting immediately prior to Biocuration Dave Clements
2013

users to reproduce ani ://bitbucket.org/galaxy/galaxy-dis 6

for consideration in th

April 7- Biocuration 2013, Cambridge, Dave Clements,
GO Galaxy Workshop : ’ ;
10 United Kingdom Suzanna Lewis

§ hg update release_2013.04.01 April 7- BOSC/Broad I SR T Cambridge, Massachusetts, United B
Broad Interoperability Hackathon Bra hapman
e Tweet Of GMOD 8 5 States
) and ENCODE DCC Jobs adivr.it (G Thanks for using Galaxy,
' A SRS Workshop: Integrated Research Data Ravi K. Madduri,
e Galaxy Team Management for Next Gen Sequencing Alex R.

Analysis Using Galaxy and Globus Online Paciorkowski,
The Tweet Of GMOD

New NGDx Group at Novarts

Software-as-a-Service Vas Vasiliadis

BiolIT World, Boston, Massachusetts,

Talk: Integrated Research Data United States

management and Analysis in NGS using

Ravi K. Madduri




2012 Galaxy Community Conference
Evaluation

. h b ) Please take a few moments to provide us with your feedback on the 2012 Galaxy Community
g't u Explore GitHub ~ Search  Features  Blog Conference. We will use your feedback to improve future Galaxy Events.

Would you recommend future Galaxy events to others?

Yes, but ...

No
Issues

Browse Issues
172 Closed Newest ~

merge and update @a8wright GBrowse conf converter feature important

rbuels

allow scrolling further left than 0 feature

rbuels

Training Da
display VCF genotypes as subtracks feature important i
rbuels
How useful was the Training Day?
more canvas glyphs feature important

rbuels

p ! A f

)
L 3 . D

sortable table of genotypes in VCF details feature
rbuels
Was the Training Day well run and organized?
drag to adjust track height feature T

rbuels

2 3 A 5

cytoband/ideogram tracks feature

rbuels _ 3 ¢
Did the Training Day meet your expectations?
add a 6-frame transiation track feature 23

rbuels

t appearing to listen is not enough




Sing your community’s efforts

" \1 l-' ‘\J l ) [: l [4_ \ Puhlu‘l_‘,’ Accessible (;;‘-.lﬁ..\_',' Servers s
LN R = 5 c Galaxy's public server Galaxy.org, M: can meet many needs, but it is not suitable for everything (s ST
Big Picture/Choices for why) and cannot possibly scale to meet the entire wor ballaxy
Fortunately the Galaxy Community is helping out by installing Galaxy at their institutions and then making Cistrome Analysis Pipeline
those installations either publicly available or open to their organizations or community. +. DBCLS Ga
This page i uch public or semi-public Ga %:l:.(-,‘ Main

Calaxy Test
To add your public Gal rer to this list, please either just add it (hey, it’s 2 wikis), or contac Calaxy 7. GeneNetwork
Outreach Cenboree
Genomic Hyperbrowser
Andromeda Gene Ontololgy (GO}
CigaCalaxy
CWIPS-viz

Andromeda b ) 13. Huttenhower Lab

¢ Domain/Purpose: p— \ +. IBDsite

x+

a fully populated Calaxy instance. / 1 INRA-URCI

B is hosted at the SURFsara High Performan

madduri {HPC) cloud. The installation is supported by

Looking forward to fMan project) and Mattias de Hollander (NIOK Netherlands Metabolomics
“-~_ USSR 20. OPPL G

n us in our pre- ors: 10GB; Anonymous

Enis
2 Andromeda: A dloud-based Galaxy

Oqtans

s mno Pathogen Portal

nference workshop on NGS

NN

W R e

IE Bioinformatics Centre (NBIC) and BIiC Grid SURFsara PopCenlE

Regulatory Genomics
RepeatExplorer

2
25
26

5 3 = 7 Stem Cell Discovery Engine
CiteULike MyCiteULike Group: Galaxy <

~

South Creen

NN

w

k|

Group Galaxy - library 926 arttcles ¢ Domain/Purp
You are ar ristrative member of th Group Tags

Invite to join, or invite Al

SymD

J
o

Wageningen University

e BALL (Biochemical Algorithms Library) Project

tags in the group Galax

o

Yeoman

w

puter aided drug design and molecular modelling
protein and ligand structure data

Filte
Search Unwatch Export Sort Hide Details Titer

‘C‘J'ﬂ"'"i"ﬂ'i
‘m;t:s:ich balla workflow framework for structure based
wor r
other 1 computational biology ed on the Galaxy workflow engine and
tsgalaxy 4 the BALL {Biochemical Algorithms Lib
tools 7
framework. It is tailored to handle structural molecular data

»yw Management = unknown : :
w Managem L Systen Sharad fmdb el et Lle e e flea cmd e ofFee dpple for

project lightShift” or optimal bond order assignment of ligands "BOA Constructor

keyed Bux2013Par howto

e Swiss Galaxy Workshop L.
s Bern, 3 October 2012

S persity, Saarbricken, Germany), Cliver Kohlbacher (University of Tubingen, Germany)

keyed Rogers20136c  uselocal hﬁp//bl'[ly/gxySWISS Bny)

13), pp. 60

Y kU\_u l\avauctc‘,,.

preserveg.

siRNA-Independent encing of Hete

keyed Shin201
Cistrome -".'1:l-,sis Pipeline

”‘ briella Rus ChIP-chip/seq and gene expression data
workbench by to the grou yed Carvalho2013Challenges on 2013-04-02 2
A Galaxy Server
B LR ‘he Cistrome Analysis Pipeline has the standard ( xy tools, plus 29 additional ChIP-chip and ChiIP-seq d dedicated to
nostic Cancer ( e S cing and the Contribution of Germline Variants ific tools, including preliminary peak calling and correlation analyses, downstream genome feature ChIP-* analysis
Vol. 339, No. 6127 S p = iz aene exnre ) anakh and moti iIscavery




Gather!

Galaxy

Community
Conference

70 UiO ¢ University of Oslo

GCC2013
Training
Day _




Encourage Sub-Communities
GalaxyAdmins

Administrators of large Galaxy Instances
Started by Ulowa in 2012

Galaxy-France

French language and France-centric Galaxy community mailing list
Launched after Galaxy Tour de France in 2012

Galaxy-Public-Servers

Mailing list for those hosting public Galaxy servers
Just launched
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The Galaxy Team

! i) b Lk - : 'y ~ N ' S WY
Dan Blankenberg Dave Bouvier Dave Clements

-
.
8

"

Greg von Kuster

http://wiki.galaxyproject.org/GalaxyTeam



Galaxy is hiring post-docs and software engineers
at both Emory and Penn State.

enroduciblediology ~0ala
sclenceE 5

resea[ch
acoessinle

= balaxy

S Niring

Please help.

http://wiki.galaxyproject.org/GalaxylsHiring


http://galaxyproject.org/wiki/GalaxyTeam
http://galaxyproject.org/wiki/GalaxyTeam




