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What is Galaxy?

Keith Bradnam's definition:

"A web-based platform that provides a simplified
interface to many popular bioinformormatics tools."

From

"13 Questions You May Have About Galaxy"

http://bit.ly/13questions

http://galaxyproject.org


http://galaxyproject.org
http://bit.ly/13questions

Galaxy is available several ways ...

http://galaxyproject.org


http://gmod.org/wiki/Computing_Requirements

As a free for everyone service on the web: usegalaxy.org

= Galaxy

Analyze Data Workflow Shared Data~ Visualization «

Using 384.0 GB

We have updated Calaxy to the forthcoming 16.04 release and made some configuration and deployment changes, so you may encounter a few problems. We are working on these, and please feel free to report any errors you encounter.
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Galaxy is an open source, web-based platform for data intensive biomedical research. If you are new to
Calaxy start here or consult our help resources. You can install your own Galaxy by following the tutorial and

choose from thousands of tools from the Tool Shed.

Running Your Own

An in-depth tutorial
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http://gmod.org/wiki/Computing_Requirements

= Galaxy / Matasblome Portal
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http://bit.ly/gxyServers

Galaxy is available as Open Source Software

Galaxy is installed in locations around the world.

http://getgalaxy.org


http://usegalaxy.org

Galaxy is available on the Cloud

amazon
webservices™ \}
/

: lobus
“ Oenomlcs

openstack
OpenNebuIc: org

e Open Source Toolkit for Cloud Computing

We are using this today

http://aws.amazon.com/education
http://globus.org/
http://wiki.galaxyproject.org/Cloud


http://usegalaxy.org/cloud
http://wiki.galaxyproject.org/Cloud
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Quick Poll: Are you ...

1. A bioinformatics novice
2. A bioinformatics apprentice
3. A bioinformatics guru

Yes, those are your only choices.

http://galaxyproject.org


http://gmod.org/wiki/Computing_Requirements

Tutorial

http://bit.ly/ICBO_GXY_PDF

cloud1.galaxyproject.org
cloud2.galaxyproject.org
cloud3.galaxyproject.org

http://galaxyproject.org


http://bit.ly/ICBO_GXY_PDF

Demonstrate Galaxy by addressing a specific question
Why?

Goal is to demonstrate how to use Galaxy in concert with
ontological tools.

Warning: No meaningful science will happen in this workshop.

http://bit.ly/ICBO_GXY_PDF


http://bit.ly/ICBO_GXY_PDF

Specific Question: Repeats in coding regions

Which genes physically overlap with large numbers of repeats?

Once we have that we'll look for GO term enrichment and then
use Galaxy to analyze the reported enrichment

http://bit.ly/ICBO_GXY_PDF


http://bit.ly/ICBO_GXY_PDF

Repeats in Coding Regions: A General Plan

e Get some data

® Get Data = UCSCTable Browser

e |dentify which genes have overlapping
repeats

e Count repeats per gene

e ook for enrichment

http://bit.ly/ICBO_GXY_PDF


http://bit.ly/ICBO_GXY_PDF
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http://galaxyproject.org



2016 Galaxy
Community
Conference

(GCC2016)

June 25-29, 2016
Bloomington, Indiana
galaxyproject.org/GCC2016

Slides & posters are now
online. Video will be shortly

: -
: mmmnu

)

-
RE)

o
Join us in beautiful

1IN

[t(v i
‘V)Lﬂﬂm ~ for the 201b Galaxy

Community Confere
andad pre-conierei

June 25-29, 2016

galaxyproject.org/gcc2016

£y GALAXY

Community
Conference



http://galaxyproject.org/GCC2013
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#GAMe2017
@EMBL_ABR

GAMe 201/

Galaxy Australasia Meeting

3 - 9 February, Melbourne, Australia

www.embl-abr.org.au/GAMe2017



Galaxy Community Resources: Galaxy Biostar

Tens of thousands of users leads to a lot of questions.

Absolutely have to encourage community support.
Project traditionally used mailing list

Moved the user support list to Galaxy Biostar, an online
forum, that uses the Biostar platform

answers.

https://biostar.usegalaxy.org/
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The Galaxy Team
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Enis Afgan Dannon Baker Dan Blankenberg Dave Bouvier Marten Cech John Chilton

Jeremy Goecks Sam Guerler

James Taylor Nitesh Turaga

http://wiki.galaxyproject.org/GalaxyTeam
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