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What we do
Drosophila Genetics & Epigenetics since 2003, worked with Galaxy since 2011, 
then platform (since 2015!) associated to biology department (IBPS)

  -> We help and advise with all things related to sequencing

Encourage users to create and use workflows

The user (should) do their analysis, we’re just there to get them going.

We also develop tools when necessary

We got our own research into how to do this best



Our philosophy
We accompany an analysis

The users learn to use and create workflows

If within our expertise, we advise on the experimental design, the analysis 
steps and we develop tools

We think that workflows and input-data should be all that is needed to 
reproduce an analysis, and hence what must be conserved. 



The challenge: infrastructure and time



The challenge: infrastructure and time

https://mississippi.snv.jussieu.fr -- Public

https://lbcd41.snv.jussieu.fr  -- Internal to biology department

https://artimed.???.fr -- Collaboration with L’hôpital Saint-Antoine
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Ansibilize everything

https://sysadmincasts.com/episodes/43-19-minutes-with-ansible-part-1-4



Ansibilize everything





Ansible Pro’s and Con’s
Too early to say …

but a lot of work to be done:

- Make sure workflows have all the tools
- Tool installation was really successful
- Build incremental docker images for deployment
- Documentation / executable documentation, variable annotation syntax

      # :role:variable:description ?

- Testing, testing … testing


