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Multi-Sample Analysis

Need to scale to support current and coming 
experimental designs:  

500 specimens 
or  

20 di! erent conditions with 4 replicates each 
or 
... 



Multi-Sample Analysis: Work" ows



Multi-Sample:  
Multiple dataset selection within a tool



NGS Data Quality Assessment: 11 more to go!



Multi-Sample Analysis: Collections 
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User Interface: Scratchbook



User Interface: Scratchbook



User Interface: Histories



User Interface: Histories



User Interface: Data Load



Tools: Multiple version support



Tool: Options



Tools: New Forms Engine



Using Docker for Tool Integration

Tools can now be run in  
Docker containers. 

Tool authors may annotate Docker container 
ids the tool works with in the Tool XML #le  

Deployers may specify Docker container ids 
on a per destination basis.

https://wiki.galaxyproject.org/Admin/Tools/Docker



Interactive Environments

Interactive environments such as IPython and RStudio 
can now be invoked from Galaxy. 

Work contributed by 

Bjšrn GrŸning                                                        Eric Rashe    
University of Freiburg                    Texas A&M University



Interactive Environments



Interactive Environments



Interactive Environments



Interactive Environments



Interactive Environments



Interactive Environments



Gather!



TT16: RiboGalaxy: a platform for the alignment, 
analysis and visualization of ribo-seq data 

Audrey Michel

What's coming: Right here! Right now!
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http://bit.ly/GxyCamFeedback
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Scalability ...

Data generation is cheap and will stay cheap 

Larger / more complex analysis are being done 

More and more people are running 
bioinformatics analysis of all complexities 

Scalability haunts us  

Data generation never sleeps


