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TCGA
The Cancer Genome Atlas



20 cancer types 
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500 patients 



10,000 patients
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Multiple Steps



Long Runtime



Decreasing Size



Increasing Heterogeneity
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INTEGRATION

Horizontal Integration across Data Types

Biological Insight



Vertical Integration across Data Levels

Confirmation & 

Troubleshooting
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! Repository
Meta data annotation

Provenance tracking
ISA-Tab

Data stored locally

Data stored remotely: download on demand

Meta data and provenance import: ISA-Tab

Meta data import: tabular files



Sample Browsing
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! Visualization
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! !
file-driven database-driven

Java Webstart tools or
built-in Refinery tools

built-in Refinery tools





















REFINERY PLATFORM

Work in progress!
First release scheduled for late summer

http://www.refinery-platform.org
http://www.github.com/parklab/refinery-platform

Thank you open source 
developers for your code!

PP57 | Visual Exploration for Cancer Subtype Analysis (w/ StratomeX)
Tuesday, 10:30 am - Hall 7 

WK6 | Integrated Visualization and Computing for Biomedical Research
Tuesday, 2:10 pm - Roof Garden (w/ Jeremy Goecks & Dave Clements)


