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Structure of O. sativa 
45 SSR Loci on 2252 lines. 
(DARwin5, unwtd  NJ, SM 
coef .) 

The color represents group 
assignment for K= 9 with a 
minimum allele frequency of 
0.65 for model-based structure 
analysis. 
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BeadXpress Scan 
Results ( 384 SNPs) 

GenomeStudio + 
Alchemy plug-in 

Allele calling with ALCHEMY 
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Kenneth McNally, Ramil  Mauleon, Chengzhi Liang, Ruaraidh Sackville Hamilton,  
Zhikang Li, Ren Wang, Hongliang  Chen, Gengyun Zhang, Hongsheng  Liang,  

Hei Leung, Achim Dobermann, Robert Zeigler 

GRISP 1.2.3: The Rice 3,000 Genomes Project:  Sequencing for Crop 
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